BIOS 691: Systems Biology. Epigenetic Data Analysis
Review of epigenetic modifications
Histones and gene accessibility: a histone code?
Dynamics of DNA methylation and mechanisms
Covariation of methylation sites within promoters
Histone locations

Correlation of epigenetic measures
ENCODE project

TF’s and their functions: e.g. PRC2 & H3K27Me3

CIMP & PRC2
Correlation between epigenetic and expression data
Technical issue: signal to noise

Conceptual issue: which genes might be affected?

Copy number and expression

Methylation and expression

Histones and expression

Meta-analysis: selecting changed genes by several measures

Technical issue: how many probes are accurate?

