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 Invasive species are a primary threat to native biodiversity on islands and it is agreed 

upon worldwide that eradicating invasive species is a mainstream idea for practicing 

conservation. (7) One technique that is being studied is using gene drive to spread deleterious 

alleles and control invasive species. An example of this using is CRISPR/Cas12a to perform a Y 

chromosome deletion on mice, known as Y-CHOPE, targeting the 37 A, 37 B, and 59 sites (1, 

2). Once an RNA-guided cut is performed the desired result is homologous recombination. 

Therefore, all heterozygote males will change to homozygotes and become XO-genotype 

females when they develop during birth. Although this sounds ideal it has been found that, 

especially on island, this technique can create resistance through nonhomologous end joining or 

not even be effective at all. This happens when the cells repair itself imperfectly by ligating the 

two cut ends together and produces a mutation. (1, 5, & 6) Not only do you have to consider 

these factors, but researchers have also found there are other components that effect gene drive 

such as environment, embryonic resistance rate, etc. (3, 4, & 6) Progress has been made to prove 

that we can drive conversion efficiency and reduce theses germline resistance rates but more 

research must be performed. (1,3, & 6).  
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In this study it is stated that invasive species are a primary threat to native biodiversity on 

islands. This is accepting that eradicating invasive species is a mainstream conservation 

practice and its goal is to create a list prioritizing which islands, from 11 U.K. overseas 

territories, that require the most attention. This based off eradication feasibility and the 

benefit of the eradication of the invasive species. This approach can be repeated and 

duplicated anywhere in the world 

 

. 


